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[] 1. Real-time PCR for MTB (M. tuberculosis complex) (7 3uvinns) 2,000 37524
[] 2. Real-time PCR for MDR (TB) (Multidrug-resistant tuberculosis) (7 Juvinnng)-** 2,500 38999
|:| 3. EGFR mutation (Exon 18, 19, 20 and 21) (7 A4%i1n"45) 8,000 38999

Objective: D Primary mutation

D Secondary mutation (T790M), Specific primary mutation status ...................ccooeiiiiiiiiiieieenn...

TRnrasiaiRdmsaa;

] FFPE, Cell block, Cytology Slide [ Blood (SUMAZAIRMAALAIREN....occereeseeeeerscns e )
[ 4. KRAS mutation (codon 12, 13, 59, 61, 117, 146) (7 Yuvms) 8,000 38999
|:| 5. NRAS mutation (codon 12, 13, 59, 61, 117, 146) (7 Au¥1n19) 9,000 38999
D 6. RAS mutation (KRAS codon 12, 13, 59, 61, 117, 146 and NRAS codon 12, 13, 59, 61, 117, 146) (7 Au¥inmM3) 15,000 38999
|:| 7. BRAF mutation (V600) (7 %1n"9) 8,500 38999
[] 8. Microsatellite instability testing (MSI) (5 Suvinnns) 9,000 38999
[] 9. EGFR mutation kU596 (Exon 18, 19, 20 and 21) (Fast track, 3 9UIN15) 10,000 38999
1 10. Lung Cancer Fusion Gene (ALK, ROS1, RET, NTRK1/2/3, METex14 skipping) (7 Au%innn9) 17,000 38999
] 11. HER2 mutation (Exon 19 and 20) (10 uvinns) 7,000 38999
[] 12. PIK3CA mutation (Exon 2, 5, 8, 10 and 21) (10 Ju¥nns) 10,000 38999
] 13. Immunoglobulin heavy chain (IgH) gene rearrangement (21 9u%innns) 12,000 38999
1 14. Immunoglobulin kappa light chain (IgK) gene rearrangement (21 9u%1n1s) 10,000 38999
[ 15. T cell receptor gamma (TCRG) gene rearrangement (21 4uvinnn9) 10,000 38999
|:| 16. T cell receptor beta (TCRB) gene rearrangement (21 9u%inn9) 13,000 38999
1 17. T cell receptor delta (TCRD) gene rearrangement (21 3uvinnns) 10,000 38999
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3. **g78N19M5239 2_Real-time PCR for MDR (TB) ﬁ@aws’mmvLmzchumimsqqﬁqtl@ﬂﬁﬂm Real-time PCR for MTB funisganiunansinanuiuauazlaua Positive 1911y

4 n3tildansaadinszsl Microsatellite instability (MSI) uae Lung Cancer Fusion Gene (ALK, ROS1, RET, NTRK1/2/3, METex14 skipping) udanudinisasaadiloymiilesainansiugnsuaes
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